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AMENDMENT 

This Amendment is being filed in response to the Office Action dated December 
21, 1998 (Paper No. 28), issued in connection with the above-identified application. This 
Amendment is being timely filed in view of the accompanying Petition for a two month 
extension of time, which extends the time for a response to the Office Action through and to May 
21, 1999. In response to the Office Action, kindly amend the application as follows. 
In the Specification ; 

Please amend the specification as set forth below. 

On page 32, on line 12, please insert ^9?236~ before (pBEC580), please insert 
-97235- before (pBECip)fand on line 12, please insert -^72^7- before (pBL58). 

Please delete the Sequence Listing filed with the Supplemental Amendment dated 
October 2, 1998, and replace it with the accompanying Substitute Sequence Listing. 
In the Drawings : 

Please delete the present Figure 2 in the application and replace it with the 
accompanying Figure 2. 

Please insert the accompanying Figure 8 into the application and renumber 
Figures 8 and 9 (prior to this insertion) as Figures 9 and 10, respectively. 
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t« thy Claims: 



Please amend claims 28, 29, 30 and 46 as follows: 



f lease amcuu — > - - r 

s j-^-^T-— — ded) a„ Elated polynucleotide comprisinglcDNA contained 

within the plasmid pBEC580 ^p iffl M w ATCCjSo^97j3 6 : 



piasmia pddv,jov jvwfi »t» — - : ; — 

~7y2 9* (Amended) The isolated p^^otide sequence oJjdaknJ^whereni said 



cDNA is of SEQ ID NO:l ftom n«.c<»Me position 294 » nucleotide position. 

1142. 



"^TcTw^ amended) An isolated polynucleotide complementary to a cDNA 
contained within the plasmid pBECSSO^signMsd^^^^^. 

■ " . - . « r- *1 /»/vncict 



-p^^Smer^ed^Xpla^d selected from the group consisting of pBECIO (AJ£Q 



Ij0 ^ 22 ia, PB EC580 (ftTPC No - TOA and P BL58 (AJ££m^2232). 
^"iWg gdri the following new claims, claim 47-5 1^ 



,1 ico jx w * 

_47 Anisolatedr^lynucleotidecomprismgacDNAcontamedwithmthe 
plasmid pBL58 (ATCC No. 97237), wherein sk polynucleotide further comprises a rabbit 

immunoglobulin heavyc hain nucleotide sequence. 

= ^-^^po^eotide comprisingacDNA contained within the plasrmd 

PBL58 (ATCC No. 97237), wherein said cDNA comprises a nucleotide sequence which encodes 
soluble HVEM and does not comprise a nucleotide sequence which encodes rabb,t 

immunoglobulin heavy chain. 

>\ fc, An isolated polynucleotide comprising a cDNA contained within the plasnnd 

P BL58 (ATCC No. 97 237), wherein said jgNAj^^ <* HVEM. 

, == ^--— — -"lb~7n7solated r^lynuXoUdemKleotide comprising a nucleotide sequence 

which a) encodes soluble HVEM, wherein said soluble HVEM comprises an amino acid 
" scuencencodedby a cDNAcontamedLthm me plasmid pBL58 (ATCC No. 97237); and 

does not encode a rabbit immun oglobulin \eavy chain a mir^acidjequence. 

_ j^^iJo^^ucleotide comprising* least 50 contiguous nucleotides of 

the HVEM cDNA contained within the plasmid pBEC580, designated as ATCC No. 97236.- 
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In the Supplemental Amendment filed on October 2/ 1998: 

On page 2, please delete lines 22 and 23 which state " Asterisk show the positions 
of amino acids that are highly conserved in the family. The arrow after Cysl 85 indicates the last 
amino acid of HVEM present in the fusion protein, HVEM:Fc." 

On page 2, line 25, please disregard the instructions to delete lines 1 -9 on, page 6 
of the specification, and please reinsert original lines 1-9 of the original specification into the 
application at page 6, lines 1-9. In other words, please return the specification to its original 
form on page 6, lines 1-9. 

On page 2, lines 26 and 27, please disregard the instructions to delete "9" and 
insert -8- in place thereof on page 6, line 1 1 of the original specification. Please also disregard 
the instructions to delete "10" and insert -9- in place thereof on page 6, line 19 of the original 
specification. In other words, please return the specification to its original form on page 6, lines 
11 and 19. 

On page 3, lines 1 0 and 1 1 , please disregard the instructions to delete "(See SEQ 
ID NO:6, FIGs. 8A and 8B" and to insert -(FIG. 7)~ in place thereof on page 23, line 20 of the 
original specification. Please also disregard the instructions to delete "FIGs. 8A and 8B" on page 
23, lines 21 and 22 of the original specification. In other words, please return the specification to 
its original form on page 23, lines 20 to 23. 

REMARKS 

Claims 28-51 are pending in the present application. 

Claims 28, 29, 30 and 46 have been amended to add ATCC Accession Numbers 
and in the case of claim 29, to correctly depend from claim 28. These amendments do not 
constitute new matter. 

New claims 47-51 have been added by way of the present amendment Claim 47 
is drawn to a polynucleotide comprising a cDNA encoding a portion of human HVEM fused to a 
polynucleotide encoding a rabbit immunoglobulin heavy chain nucleotide sequence, the 
polynucleotide being contained within plasmid pBL58. Claims 48 and 50 are drawn to a 
polynucleotide comprising a cDNA encoding a portion of HVEM, which polynucleotide does not 



comprise the immunoglobulin sequences in the plasmid P BL58. Claim 49 is specifically 
directed to a polynucleotide encoding amino acids 1-185 of human HVEM. Claim 51 is directed 
to an isolated polynucleotide comprising at least 50 contiguous nucleotides of the HVEM cDNA 
contained within the plasmid P BEC580, designated as ATCC No. 97236. 

Support for the addition of these claims is found in the specification in Figure 8, 
in the description of Figure 8 on page 6 and the actual Figure 8, wherein there is provided the 
nucleotide sequence of the claimed portion of human HVEM, and the nucleotide sequence 
encoding the rabbit immunoglobulin heavy chain. Upon a reading of the description of Figure 8 
on page 6, and upon inspection of the actual Figure, it is clear that the portion of the human 
HVEM polynucleotide in P BL58 which encodes HVEM, but does not encode any 
immunoglobulin sequences encodes amino acids 1-1 85_sf human HVEM. Further, a 
polynucleotide encoding soluble HVEM is disclosed in the specification on page 22, lines 16-20, 
and a recitation that HVEM is encoded by a polynucleotide comprising at least 50 nucleotides is 
found in the specification on page .10. Thus, not new matter has been added by way of the 

addition of claims 47-5 1 . 

In the Office Action, the Examiner has requested that the ATCC Accession 
Number for plasmids pBECIO, pBEC580 and pBL58 be inserted on page 32. Applicants have 
complied with this request. These amendments do not constitute new matter under the meaning 
of 35 U.S.C. § 1 32 as they merely serve to provide ATCC Accession Numbers for plasmids 
deposited therein, which plasmids are fully described in the specification as-filed. 

The Examiner has objected to the disclosure because the term -HVEM- should 
be inserted in place of the term "HVER" on page 7, line 2 and page 22, line 29. Applicants 
respectfully point out that -HVEM- replaces "HVER" in the specification at the designated 
locations per the Supplemental Amendment filed on October 2, 1998 (see page 1 , last paragraph, 
line 4 and page 2, line 2 of the Supplemental Amendment). Thus, with respect to this point, the 
specification has not been amended further in the present Amendment. 

The Examiner has also objected to the Amendment filed on October 2, 1998, 
because, in the Examiner's view, the Amendment introduces new matter. Specifically, the 
Examiner has objected to the amendment to Figure 2 with respect to the statement "asterisks 



show the position of amino acid " This statement has been deleted in the present Amendment 

In addition, Applicants hereby submit a substitute Figure 2 which is identical to the Figure 2 
added by way of the Supplemental Amendment filed on October 2, 1998, except that the 
asterisks and the arrow have been deleted therefrom. Thus, the objection to the Amendment filed 
on October 2, 1 998 should be withdrawn, 
p otion undo - ^ TI S C. S 1 1? second paragraph 

Claims 28-46 stand rejected under 35 U.S.C. § 1 12, second paragraph as being 
indefinite. Specifically, the Examiner is unclear as to what sequence is in which plasmid. 
Applicants direct the Examiner's attention to the specification on page 14, lines 21 to 30, wherein 
it is disclosed that the sequence in pBL580 is that shown in Figure 2 of the application, i.e., SEQ 
ID NO:l. On page 16 of the specification, lines 1 1-19, it is disclosed that the sequence in the 
plasmid pBECIO is also that shown in Figure 2, i.e., SEQ ID NO:l Essentially, the HVEM 
sequence contained with pBEC58p was recloned into the vector pcDNA3, thereby generating the 
plasmid pBECIO. Thus, the HVEM sequence in pBEC580 and pBECIO are the same. The 
plasmid pBL58 contains DNA encoding the soluble portion of HVEM (SEQ ID NO:6 is the 
DNA sequence and SEQ ID NO:7 is the amino acid sequence of this portion of HVEM) fused to 
an Fc molecule as disclosed in Figures 7 and 8 and on pages 22 and 23 of the specification. 
Since the sequences contained within the various plasmids are clear from a reading of the 
specification, no claim amendments are necessary. 

In addition, the Examiner has requested that the claims be amended to include the 
relevant ATCC numbers for the plasmids recited therein. Claims 28, 30 and 46 have been so 
amended. 

The Examiner also states that claim 46 is confusing, in that, the claim recites the 
plasmid pBL5 8, and, in view of the fact that Figure 8 was canceled in the Amendment filed on 
October 2, 1998, the Examiner asks whether Applicants intended to remove all reference to 
pBL58 from the specification. In response; Applicants point out that this was not the intent, and 
that further, a description of the plasmid pBL58 remains in the specification in Figure 7. 

Notwithstanding the foregoing, in the present Amendment Applicants include a 
substitute Figure 8, which contains the sequence of P BL58 (ATCC No. 97237) as deposited with 



the ATCC on the filing date of the present application. The sequence shown in substitute Figure 
8 does not constitute new matter, in that it is identical to that contained in deposited plasmid 
pBL58. As stated in the accompanying Declaration of Dr. Spear, a co-inventor of the present 
application, the sequence provided in substitute Figure 8 and in the substitute sequence listing 
which also accompanies this Amendment, is the sequence of the HVEM DN A contained within 
the plasmid pBL58 deposited with the American Type Culture Collection. Thus, substitute 
Figure 8 and SEQ ID NOS:6 and 7 are enabled by the as-filed specification and the claims 
therefore satisfy the enablement requirement of 35 § 1 12, first paragraph. 

The written description requirement of 35 U.S.C. § 1 12, first paragraph, is also 
satisfied in view of the fact that claim 46 recites pBL58, pBL58 is described in the specification 
on pages 22 and 23, and a diagram of pBL58 is provided in as-filed Figure 7. Thus, the 
specification satisfies the written description requirement with respect to plasmid pBL58 and any 
nucleotide sequence of HVEM contained therein. 

In view of the foregoing, Applicants respectfully submit that claims 28-46 are in 
condition for allowance and such action is respectfully and earnestly requested. 

Respectfully submitted, 

SPEAR ETAJL 



Mav 20. 1999 By: 

(Date) Kathryn Doyle, Ptf.D. A 

Registration No. 36,3 1 7 

PANITCH SCHWARZE JACOBS & NADEL, P.C. 

One Commerce Square 
2005 Market Street - 22nd Floor 
Philadelphia, PA 19103-7086 
Telephone: (215)567-2020 
Direct Dial: (215)965-1284 
Facsimile: (215) 567-2991 
E-Mail: kdl@psjn.com 

Enclosures: New Figure 2 
New Figure 8 

Sequence Listing (Paper and Diskette Copy) 

Statement to Support Filing 

Declaration of Dr. Spear 

A Supplemental IDS and PTO Form 1 449 

A Petition for a two month extension of time. 

KDL/moh 
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SEQUENCE LISTING 



<110> SPEAR, Patricia 6. 

MONTGOMERY, Rebecca X. 

<120> HERPES VIRUS ENTRY RECEPTOR PROTEIN 

<130> 0290-1 

<140> 08/509,024 
<141> 1995-07-28 

<160> 7 

<170> Pa ten tin Ver* 2.0 

<210> 1 

<211> 1724 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ccttcatacc ggcccttccc ctcggctttg cctggacagc tcctgcctcc cgcagggccc 60 
acctgtgtcc cccagcgccg ctccacccag caggcctgag cccctctctg ctgccagaca 120 
ccccctgctg cccactctcc tgctgctcgg gttctgaggc acajgcttgtc acaccgaggc 180 
ggattctctt tctctttctc ttctggccca cagccgcagc aatggcgctg agttcctctg 240 
ctggagttca tcctgctagc tgggttcccg agctgccggt ctgagcctga ggcatggagc 300 
ctcctggaga ctgggggcct cctccctgga gatccacccc cagaaccgac gtcttgaggc 360 
tggtgctgta tctcaccttc ctgggagccc cctgctacgc cccagctctg ccgtcctgca 420 
aggaggacga gtacccagtg ggctccgagt gctgccccaa gtgcagtcca ggttatcgtg 480 
tgaaggaggc ctgcggggag ctgacgggca cagtgtgtga accctgccct ccaggcacct 540 
acattgccca cctcaatggc ctaagcaagt gtctgcagtg ccaaatgtgt gacccagcca 600 
tgggcctgcg cgcgagccgg aactgctcca ggacagagaa cgccgtgtgt ggctgcagcc 660 
caggccactt ctgcatcgtc caggacgggg accactgcgc cgcgtgccgc gcttacgcca 720 
cctccagccc gggccagagg gtgcagaagg gaggcaccga gagtcaggac accctgtgtc 780 
agaactgccc cccggggacc ttctctccca atgggaccct ggaggaatgt cagcaccaga 840 
ccaagtgcag ctggctggtg acgaaggccg gagctgggac cagcagctcc cactgggtat 900 
ggtggtttct ctcagggagc ctcgtcatcg tcattgtttg ctccacagtt ggcctaatca 960 
tatgtgtgaa aagaagaaag ccaaggggtg atgtagtcaa ggtgatcgtc tccgtccagc 1020 
ggaaaagaca ggaggcagaa ggtgaggcca cagtcattga ggccctgcag gcccctccgg 1080 
acgtcaccac ggtggccgtg gaggagacaa taccctcatt cacggggagg agcccaaacc 1140 
actgacccac agactctgca ccccgacgcc agagatacct ggagcgacgg ctgctgaaag 1200 
aggctgtcca cctggcgaaar ccaccggagc ccggaggctt gggggctccg ccctgggctg 1260 
gcttccgtct cctccagtgg agggagaggt ggggcccctg ctggggtaga gctggggacg 1320 
ccacgtgcca ttcccatggg ccagtgaggg cctggggcct ctgttctgct gtggcctgag 1380 
ctccccagag tcctgaggag gagcgccagt tgcccctcgc tcacagacca cacacccagc 1440 
cctcctgggc cagcccagag ggcccttcag accccagctg tctgcgcgtc tgactcttgt 1500 
ggcctcagca ggacaggccc cgggcactgc ctcacagcca aggctggact gggttggctg 1560 



1 




cagtgtggtg tttagtggat accacatcgg aagtgatttt ctaaattgga tttgaattcc 1620 
ggtcctgtct tctatttgtc atgaaacagt gtatttgggg agatgctgtg ggaggatgta 1680 
aatatcttgt ttctcctcaa aaaaaaaaaa aaaaaaaaaa aaaa 1724 



<210> 2 

<211> 283 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Olu Pro Pro Gly Asp Trp Gly 
1 5 

Arg Thr Asp Val Leu Arg Leu Val 
20 

Pro Cys Tyr Ala Pro Ala Leu Pro 
35 40 



Pro Pro Pro Trp Arg Ser Thr Pro 
10 15 

Leu Tyr Leu Thr Phe Leu Gly Ala 
25 30 

Ser Cys Lys Glu Asp Glu Tyr Pro 
45 



Val Gly Ser Glu Cys Cya Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 
50 55 60 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 70 75 80 

Gly Thr Tyr He Ala His Leu Asn Gly Leu Ser Lys Cyo Leu Gin Cys 
85 90 95 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

Arg Thr Glu Asn Ala Val Cys Gly Cyo Ser Pro Gly His Phe Cys He 
115 120 125 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
130 135 140 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
145 150 > 155 160 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
165 170 175 

Glu Glu Cys Gin His Gin Thr Lys Cys Ser Trp Leu Val Thr Lys Ala 
180 185 190 

Gly Ala Gly Thr Ser Ser Ser His Trp Val Trp Trp Phe Leu Ser Gly 
195 200 205 



Ser Leu Val He Val He Val Cys Ser Thr Val Gly Leu He He Cys 
210 215 220 



Val Lys Arg Arg Lys Pro Arg Gly Asp Val Val Lys Val He Val Ser 
225 230 235 240 

Val Gin Arg Lys Arg Gin Glu Ala Glu Gly Glu Ala Thr Val He Glu 
245 250 255 

Ala Leu Gin Ala Pro Pro Asp Val Thr Thr Val Ala Val Glu Glu Thr 
260 265 270 

He Pro Ser Phe Thr Gly Arg Ser Pro Asn His 
275 280 



<210> 3 

<211> 21 

<212> DMA 

<213> Homo sapiens 

<400> 3 

aacccggctc gagcggccgc t 21 

<210> 4 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gaattccacc acacttaagg tg 22 

<210> 5 

<211> 19 

<212> DNA 

<213> Homo sapiens 

. <400> 5 

acaagaccgt tgcaccctc. 19 
<210> 6 

<211> 4622 — 

<212> DNA 

<213> Homo sapiens 

<400> 6 

aagcttgcat gcctgcaggt cgactctagc tgggttcccg agctgccggt ctgagcctga 60 




ggcatggagc ctcctggaga ctgggggcct cctccctgga gatccacccc cagaaccgac 120 
gtcttgaggc tggtgctgfca tctcaccttc cfcgggagccc cctgctacgc cccagctctg 180 
ccgtcctgca aggaggacga gtacccagtg ggctccgagt gctgccccaa gtgcagtcca 240 
ggttatcgtg tgaaggaggc ctgcggggag ctgacgggca cagtgtgtga accctgccct 300 
ccaggcacct acattgccca cctcaatggc ctaagcaagt gtctgcagtg ccaaatgtgt 360 
gacccagcca tgggcctgcg cgcgagccgg aactgctcca ggacagagaa cgccgtgtgt 420 
ggctgcagcc caggccactt ctgcatcgtc caggacgggg accactgcgc cgcgtgccgc 480 
gcttacgcca cctccagccc gggccagagg gtgcagaagg gaggcaccga gagtcaggac 540 
accctgtgtc agaactgccc cccggggacc ttctctccca atgggaccct ggaggaatgt 600 
cagcaccaga ccaagtgcag aattcacaag accgttgcac cctcgacatg cagcaagccc 660 
acgtgcccae cccctgaact cctgggggga ccgtctgtct tcatcttccc cccaaaaccc 720 
aaggacaccc tcatgatctc acgcaccccc gaggtcacat gcgtggtggt ggacgtgagc 780 
caggatgacc ccgaggtgca gttcacatgg tacataaaca acgagcaggt gcgcaccgcc 840 
cggccgccgc tacgggagca gcagttcaac agcacgatcc gcgtggtcag caccctcccc 900 
atcacgcacc aggactggct gaggggcaag gagfctcaagt gbaaagtcca caacaaggca 960 
ctcccggccc ccatcgagaa aaccatctcc aaagccagag ggcagcccct ggagccgaag 1020 
gtctacacca tgggccctcc ccgggaggag ctgagcagca ggtcggtcag cctgacctgc 1080 
atgatcaacg gcttctaccc ttccgacatc tcggtggagt gggagaagaa cgggaaggca 1140 
gaggacaact acaagaccac gccggccgtg ctggacagcg acggctccta cttcctctac 1200 
aacaagctct cagtgcccac gagtgagtgg cagcggggcg acgtcttcac ctgctccgtg 1260 
atgcacgagg ccttgcacaa ccactacacg cagaagtcca tctcccgctc tccgggtaaa 1320 
tgagcgcfcgt gccggcgagc tgcccctctc cctccccccc acgccgcagc tgtgcacccc 1380 
gcacacaaat aaagcaccca gctctgccct gaacagcttc cggtctccct atagtgagte 1440 
gtattaattt cgataagcca gctgcattaa tgaatcggcc aacgcgcggg gagaggcggt 1500 
ttgcgtattg ggcgctcttc cgcttcctcg ctcactgact cgctgcgctc ggtcgttcgg 1560 
ctgcggcgag cggtatcagc tcactcaaag gcggtaatac ggttatccac agaatcaggg 1620 
gataacgcag gaaagaacat gtgagcaaaa ggccagcaaa aggccaggaa ccgtaaaaag 1680 
gccgcgttgc tggcgttttt ccataggctc cgcccccctg acgagcatca caaaaatcga 1740 
cgctcaagtc agaggtggcg aaacccgaca ggactataaa gataccaggc gtttccccct 1800 
ggaagctccc tcgtgcgctc tcctgttccg accctgccgc ttaccggata cctgtccgcc 1860 
tttctccctt cgggaagcgt ggcgctttct catagctcac gctgtaggta tctcagttcg 1920 
gtgtaggtcg ttcgctccaa gctgggctgt gtgcacgaac cccccgttca gcccgaccgc 1980 
tgcgccttat ccggtaacta tcgtcttgag tccaacccgg taagacacga cttatcgcca 2040 
ctggcagcag ccactggtaa caggattagc agagcgaggt atgtaggcgg tgctacagag 2100 
ttcttgaagt ggtggcctaa ctacggctac actagaagga cagtatttgg tatctgcgct 2160 
ctgctgaagc cagttacctt cggaaaaaga gttggtagct cttgatccgg caaacaaacc 2220 
accgctggta gcggtggttt ttttgtttgc aagcagcaga ttacgcgcag aaaaaaagga 2280 
tctcaagaag atcctttgat cttttctacg gggtctgacg ctcagtggaa cgaaaactca 2340 
cgttaaggga ttttggtcat gagattatca aaaaggatct tcacctagat ccttttaaat 2400 
taaaaatgaa gttttaaatc aatctaaagt atatatgagt aaacttggtc tgacagttac 2460 
caatgcttaa tcagtgaggc acctatctca gcgatctgtc tatttcgttc atccatagtt 2520 
gcctgactcc ccgtcgtgta gataactacg atacgggagg gcttaccatc tggccccagt 2580 
gctgcaatga taccgcgaga cccacgctca ccggctccag atttatcagc aataaaccag 2640 
ccagccggaa gggccgagcg cagaagtggt cctgcaactt tatccgcctc catccagtct 2700 
attaattgtt gccgggaagc tagagtaagt agttcgccag ttaatagttt gcgcaacgtt 2760 
gttgccattg ctacaggcat cgtggtgtca cgctcgtcgt ttggtatggc ttcattcagc 2820 
tccggttccc aacgatcaag gcgagttaca tgatccccca tgttgtgcaa aaaagcggtt 2880 
agctccttcg gtcctccgat cgttgtcaga agtaagttgg ccgcagtgtt atcactcatg 2940 



gttatggcag cactgcataa ttctcttact gtcatgccat ccgtaagatg cttttctgtg 3000 
actggtgagt actcaaccaa gtcattctga gaatagtgta tgcggcgacc gagfctgctct 3060 
tgcccggcgt caatacggga taataccgcg ccacatagca gaactttaaa agtgctcatc 3120 
attggaaaac gttcttcggg gcgaaaactc tcaaggatct taccgctgtt gagatccagt 3180 
tcgatgtaac ccactcgtgc acccaactga tcttcagcat cttttacttt caccagcgtt 3240 
tctgggtgag caaaaacagg aaggcaaaat gccgcaaaaa agggaataag ggcgacacgg 3300 
aaatgttgaa tactcatact cttccttttt caatattatt gaagcattta tcagggttat 3360 
tgtctcatga gcggatacat atttgaatgt atttagaaaa ataaacaaat aggggttccg 3420 
cgcacatttc cccgaaaagt gccacctgac gtctaagaaa ccattatfcat catgacatta 3480 
acctataaaa ataggcgtat cacgaggccc tttcgtctcg cgcgtttcgg tgatgacggt 3540 
gaaaacctct gacacatgca gctcceggag acggtcacag cttgtctgta agcggatgcc 3600 
gggagcagac aagcccgtca gggcgcgtca gcgggtgttg gcgggtgtcg gggctggctt 3660 
aactatgcgg catcagagca gattgtactg agagtgcacc atatcgacgc tctcccttat 3720 
gcgactcctg cattaggaag cagcccagta gtaggttgag gccgttgagc accgccgccg 3780 
caaggaatgg tgcaaggaga tggcgeccaa cagtcccccg gccacggggc ctgccaccat 3840 
acccacgccg aaacaagcgc tcatgagccc gaagtggcga gcccgatctt ccccatcggt 3900 
gatgtcggcg atataggcgc cagcaaccgc acctgtggcg ccggtgatgc cggccacgat 3960 
gcgtccggcg tagaggatct ggctagttat taatagtaat caattacggg gtcattagtt 4020 
catagcccat atatggagtt ccgcgttaca taacttacgg taaatggccc gcctggctga 4080 
ccgcccaacg acccccgccc attgacgtca ataatgacgt atgttcccat agtaacgcca 4140 
atagggactt tccattgacg tcaatgggtg gactatttac ggtaaactgc ccacttggca 4200 
gtacatcaag tgtatcatat gccaagtacg ccccctattg acgtcaatga cggtaaatgg 4260 
cccgcctggc attatgccca gtacatgacc ttatgggact ttcctacttg gcagtacatc 4320 
tacgtattag tcatcgctat taccatggtg atgcggtttt ggcagtacat caatgggcgt 4380 
ggatagcggt ttgactcacg gggatttcca agtctccacc ccattgacgt caatgggagt 4440 
ttgttttggc accaaaatca acgggacttt ccaaaatgtc gtaacaactc cgccccattg 4500 
acgcaaatgg gcggtaggcg tgtacggtgg gaggtctata taagcagagc tctctggcta 4560 
actagagaac ccactgctta actggcttat cgaaattaat acgactcact atagggagac 4620 
cc 4622 

<210> 7 

<211> 419 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 



Arg Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 
35 40 45 

Val Gly Ser Glu Cya Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 
50 55 60 
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Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 70 75 80 



Gly Thr Tyr He Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
85 90 95 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
115 120 125 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
130 135 140 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
145 150 155 160 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
165 170 175 

Glu Glu Cys Gin His Gin Thr Lys Cys Arg He His Lys Thr Val Ala 
180 185 190 

Pro Ser Thr Cys Ser Lys Pro Thr Cys Pro Pro Pro Glu Leu Leu Gly 
195 200 205 

Gly Pro Ser Val Phe He Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
210 215 220 

He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gin 
225 230 235 240 

Asp Asp Pro Glu Val Gin Phe Thr Trp Tyr He Asn Asn Glu Gin Val 
245 250 255 

Arg Thr Ala Arg Pro Pro Leu Arg Glu Gin Gin Phe Asn Ser Thr He 
260 265 270 

Arg Val Val Ser Thr Leu Pro He Thr His Gin Asp Trp Leu Arg Gly 
275 280 285 

Lys Glu Phe Lys Cys Lys Val His Asn Lys Ala Leu.Pro Ala Pro He 
290 295 300 

Glu Lys Thr He Ser Lys Ala Arg Gly Gin Pro Leu Glu Pro Lys Val 
305 310 315 320 
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Tyr Thr Met Gly Pro Pro Arg Glu Glu Leu Ser Sor Arg Ser .Val Ser 
325 330 335 



Leu Thr Cys Mot lie Asn Gly Phe 
340 

Trp Glu Lys Asn Gly Lys Ala Glu 
355 360 

Val Leu Asp Ser Asp Gly Ser Tyr 
370 375 



Tyr Pro Ser Asp lie Ser Val Glu 
345 350 

Asp Asn Tyr Lys Thr Thr Pro Ala 
365 

Phe Leu Tyr Asn Lys Leu Ser Val 
380 



Pro Thr Ser Glu Trp Gin Arg Gly Asp Val Phe Thr Cys Ser Val Met 
385 390 395 400 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser lie Ser Arg Ser 
405 410 415 



Pro Gly Lys 
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